Supplementary Material and Methods

Oxidation of single-walled carbon nanotubes (SWCNTs)
.
Incubation of SWCNTs with human EPO.
SWCNTs (15 µg per sample) were incubated with eosinophil peroxidase obtained from human blood (hEPO) (Planta Natural Products, Austria) (concentration 0.5 mg/ml) in 100 mM phosphate buffer (pH 7.4) at 37 o C. Aliquots were taken at several time points. H 2 O 2 (100 µM) and NaBr (100 µM) were added every 1 h, 5 µl of hEPO was added every 12 h. Total volume of sample was 100 µl.
Assessment of carbon nanotube degradation by hEPO. Transmission Electron
Microscopy (TEM). SWCNTs were suspended in dimethylformamide (DMF) or water via sonication for one minute. 5 µl of sample was placed on a lacey carbon grid (Pacific-Grid Tech, San Francisco, CA) and allowed to dry in ambient conditions overnight. Imaging was performed on a FEI Morgagni TEM (80 keV) (Tokyo, Japan). Infrared spectroscopy (UV-vis-NIR After incubation for 0, 2 or 4 hours, the aliquots of samples were diluted 10 times and residual peroxidase activity of hEPO was measured after addition of Amplex Red (100 µM) and H 2 O 2 (100 µM) by fluorescence of resorufin (oxidation product of Amplex Red) (λex-570 nm; λem-585 nm). Fluorescence was measured using a Shimadzu RF5301-PC spectrofluorometer (Shimadzu, Kyoto, Japan).
Computer Modelling. Homology modelling of EPO.
The structural model of EPO was generated using the homology modeling approach with the myeloperoxidase structure as its template. While the sequence for EPO was obtained from swissprot using the id "P11678", the sequence corresponding to myeloperoxidase was read directly from its crystal structure (Protein Data Bank code 1MHL). An alignment of the EPO with respect to the myeloperoxidase was generated using ClustalW. [1] With the sequence alignment generated, the three-dimensional model of EPO was built by homology modeling using the MODELLER software. [2, 3] Thus generated structural model of EPO containing both light and heavy chains was used further for performing docking studies with oxidized SWCNTs. Molecular docking. Two different types of oxidized SWCNTs were docked to the homology model of EPO using Autodock Vina. [4] The generation details of the structures of the two types of oxidized SWCNTs either at the edge or in the middle was described previously. [5] In brief, SWCNTs with a diameter of 1.1 nm and the chirality parameters m and n of 14 and 0 were generated using Nanotube
Modeller software (http://www.jcrystal.com/products/wincnt/index.htm). Generated
SWCNTs were further oxidized using the Builder tool, provided by Pymol 6. Generation of murine bone marrow-derived eosinophils. Bone marrow derived eosinophils were generated as described previously. [7] Briefly bone marrow cells 
Measurement of eosinophil peroxidase activity. Detection of eosinophil
peroxidase (EPO) released in response to challenge with PAF or lysoPAF (SigmaAldrich) was essentially as described. 
